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Screening of differential expression protein from human colorectal carcinoma
and normal colorectal tissues by two -dimensional difference gel electrophoresis
and mass spectrometry
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(1. Department of General Surgery 2. Department of Radiotherapy , Xiangya Hospital , Ceniral South University ,

Changsha 410008, China; 3. Department of Pathology , Hunan Provincial Tumor Hospital , Changsha
410006, China)

Abstract ; Objective  To find early diagnostic biomarkers for colorectal carcinoma by comparing differential
expressing proteins from colorectal carcinoma and normal colorectal tissues. Methods  Colorectal carcinoma
tissues and paired normal tumor-adjacent colorectal tissues were collected, and tissue total protein was
extracted ; differential proteome profiles were established and analysed by means of immobilized pH
gradient-based two - dimesional polyacrylamide gel electrophoresis ( 2D-PAGE ) and matrix - assisted laser
desorption/ ionization time of flight mass spectrometry ( MALDI-TOF-MS ). Results Well - resolved ,
reproducible 2 -DE profiles of human colorectal carcinoma tissues and paired normal tumor adjacent colorectal
tissues were obtained. For tumor tissue, a total of 1098 + 28 spots were detected, and for normal tissue ,
760 + 45 spots were detected. For normal tissue, The average deviation of spot position was (0. 542 +
0.12) mm in IEF direction and (0.933 £0.098 ) mm in SDS-PGE direction for tumor tissue. The average
deviation of spot position was ( 0. 745 £ 0. 130 ) mm in IEF direction and (1. 233 £ 0.272) mm in

SDS-PGE direction. 30 differential expressing proteins were analysed by mass spectrometry and bioinformation ,
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16 of them were well characterized including Apolipoprotein A1 ( apoAl ) ,

S-transferase ,

proteins can be candidate biomarkers for early diagnosis of colorectal carcinoma ;

for screening the diagnostic biomarkers .

Key words : Colorectal Neoplasms ; Proteomics ; Glutathione ;

Fatty Acid - binding Protein

CLC number . R735.3 Document code : A

R e 2 36 B H DL B W M R . — IR AR Ok,
HERBEEP R LA EH ., KB &EfHize g
30% ~40% T &4 ik 5 B, B 400 9 78 A
Z)50% BHE ARG ERER, BRI R I B2
FE K 1 98 BB 3 PR IT SR R WS b B AR L
O R 8 R I AR W AR RS W T O I i IR BT
J&(CEA) ,iZfEtn A R AR MK MmE, HA
— 5 AR B 0B B U AN TS A O A e
12 T o

S L AL 35K o b 32 R B A 3 TR AL 2 R AR
FLJ 42 BoR, BB F 4w R 0y 2 b R A
Jri . HETC A — 2 AR 4% 5 AR WA T Kb
FEOEFT R AR 2 L AR WS P R K
Ia R IR R S R B T, A AU BE R W R R AR
YR & o

1 #RE5FE

1.1 IR ER

11,1 XmEa KBEASWmAZIRA TR
R HE B2 B 5 AR R UTBR i AR 4, 3k 10 41, 3
2R B WO IR, IR S g 6 B, B R 4 1.
BS5 6, L5 6l F 23 ~75 % P 51.2 4
1.1.2 @mFamm(xBam) 104§, Kk
gk FEAS 10em DL ER K BHL,

1.2 ##

A pH B T e 4 (IPG ) pH3 ~ 10 ( Amersham
pharmacia biotech ) L yik 320 71 : P9 # BE i , X XU F
Wik Jie , H & R, JR %, Tris , CHAPS |, SDS ¥ %}y Amresco
o B 4 E R R R OB B (DTT) , @it 2
Jiie , kAL B, TPCK 4b B 1 o 7R (1 i, CCA, =3 &
R 4 2 Sigma j* iy o IPGphor &5 M 28 £ H JK 4% ( Amer-
Protean 11 T P #R H Ik
5 Gel Doc2000 % i Ji 1% 1 , PDQUEST2 -DE & % 43
Bk 44 #4 24 Bio-rad 2% w) 7= i, % .0 #L ( Bekman 2%

sham pharmacia biotech 2 ] ) .

hepatic fatty acid -binding protein | heat shock protein 27 ect.

Heat Shock Protein ;

calreticulin precursor , glutathione

Conclusions  Differential expression

and proteomic technique is valuable
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