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ABSTRACT

Objective: To investigate the miR-19 expression in hepatocellular carcinoma (HCC) tissue and its clinical
significance.

Methods: The miR-19 expression in 51 pairs of HCC tissues along with their matched adjacent tissues, and 10
samples of normal liver tissues were detected by qRT-PCR methods. The relations of miR-19 expression with the
clinicopathologic factors and prognosis of HCC patients were analyzed.

Results: The miR-19 expression level was increased in ascending order in normal liver tissue, tumor-adjacent
tissue and HCC tissue, and the differences had statistical significance (all P<0.05). The miR-19 expression
was significantly related to tumor size (P=0.02), metastasis (P=0.011), venous invasion (P=0.002) and AJCC
stage (P=0.008) of the HCC patients, but irrelevant to their age, sex, tumor differentiation, satellite lesions,
tumor number and AFP level (all P>0.05). The S-year survival rate in patients with high miR-19 expression was
significantly lower than that in those with low miR-19 expression (P<0.0S). High miR-19 expression together
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with metastasis and venous invasion are risk factors affecting the survival of HCC patients (all P<0.0S).

Conclusion: The miR-19 expression is up-regulated in HCC tissue, which probably may be associated with the

proliferation and metastasis of HCC, and high miR-19 expression may predict an unfavorable outcome.

KEYWORDS
CLC number: R735.7

[Chinese Journal of General Surgery, 2014, 23(9):1217-1221]
Carcinoma, Hepatocellular; MicroRNAs; MicroRNA-19; Prognosis

JIF 40 T8 ( HCC ) 2 1 590 1B 9 i L 1Y
S KM Z —, REJE R EKE, BT
HCC 25 2 R iE A F 1'%, HCC MR &
SRR, BIRWEEAEREED, BT IAm
BRI T R I BR R R, BRI E
HCC BE MM EZ T FARRIFIFAERGEH £
PRI 8, (H R AR A O I ROR AT R A
JIT LA gE R0 2 B X S HEAT R EAL , KA
T B HE IRTT

microRNA (miRNA ) FEVF 2 g () & A4 & 8
AR T EEMEN . XAz
. HAT miR-19 500056 R A — el , (HH
5 HCC ZH KR M ANEE, RFTL 00T
miR-19 7 HCC TR BE M, HiT T miR-19 5
HCC I R BEARAE . WS AU R

1 ARSI

1.1 fRARUEE

PR AW AR F 32 1 PG B B BE 58 2004 4F 2 H —
2008 4E 12 A, Z&ARJ5 % BE LK) HCC brA 51 4
K FCF Ry Y g 57 L 40 51 B, HOE E TR AT R
ez M AE F ARIGYT o 1R AU 6 b A A 5 5
BE 24 0] CFWNREBE R 12 6, 4 4 R0
15 B, BbJeg 42 0 BE 48 7 ), R b & 80T # ko
B3, AR R AR 2 6] ) o [l 4R
TR BT 10 B DE B O E 20 204 R ouk B H A R
M4 6 B . 2 4 6] ) , X 10 bR A (1) gk 2
R YN IE WA AT 9 AL . E A AR AR
WG, RERHETWA, JFT -80 C T IR
HCC %3 4k #K 3% Edmondson-Steiner #5 . HCC 43
W4z 2010 K AR 32 EFEEIE R A 2 612 (American
Joint Committee on Cancer, AJCC) 25 7 W/ H %
G ARHERR A2 o T AT AR A 1 U AR A 8 4 G iR
K HF @I IR R, AW 24 a8 1L v BB B

© WA )3 i [ & F A F A EFH

B 10 B 2 D3 S HEETF R, AR AR 19 3K 15 B 45 T00 6 IR
Bt O B AF A R F 2L H T (Declaration of
Helsinki) o

1.2 FERFIRINEE

SEH B TRIzol W4 [ 36 [ Sigma 23 75 qRT-
PCR {5 & miScript system N3 [E Qiagen 23 H];
ABI7700 % it PCR X M EE PE A wl; &fi. &
I . JC7K & P 56 R R 0K 16 B 19 3K 35 2458 Sigma
NEEIS
1.3 qRT-PCR Fi%

TR BR B AR A, TRIzol R 7 $2 BUAR A Y 52
RNA, £ 2840 43 650 B2 TH 4 TS RNA Y A/
Ay HLAE TE 1.8~2.0 [H] . 4K 45 8 3 & vl B 45 k47
qRT-PCR L85, iR RN 20 pL, #% T o150
AT WIS 37 °C. 60 min, 95 °C. 5 min, PCR
FVR R A 20 pl, # PR 4&F7E ABI7700 &
PCR X L if A7 B R IAFETE 95 €. 15 min; 3 2
PEER: 94 °C. 15, 55 C. 30s, 70 °C. 30 s, &
30 MEFR . RNA U6 fEANZS, i s IR b 5
A 3K, I BEE F RQ=2" " ikt f5 40 Hr
1.4 Fit=ZaE

SPSS 13.0 Geit A AT S it 2 0 3 . B A Bl
BB+ bR (xxs) Fom. miR-19 51K
HEESHZ MM x° K85 Fisher K255 ; B4
B2k H Kaplan-Meier 3%, Log-rank i 35 #F 17 il £&
] R K ZHEAEHHrE A coX 114,
P<0.05 K 2w A Gt 2m 8 L.

21 HCCHZLA, BEHAUREEMNALA
miR-19 KR IXEMR
qRT-PCR 25 R /R, miR-19 B KB EIEIEH
JFLHZR . e 4040 . HCC HE bR s, &5
BIG gt L (4 P<0.05) (E1) .

http://www.zpwz.net



459 1] SRER R, 4. miR-19 7 40 AT Py ke kBl AR B L 1219
10 £1 miR-19HFRiILE HCC BEIGRFRIBFFERIFER [n( % )]
3 Table1 Relations of miR-19 expression with the clinicopathologic
g]g features of HCC patients [ (%)]
® 6 I AR miR-19 :
[ BB Fidik(n=31) f&ik(n=20) X
< =)
o 4 — el
i i 37 22(71.0) 15 (75.0)
(o=
=) g 4 14 9(29.0) 5(250) 0.0990.753
= i (%)
0 —— ; <50 32 19(613) 13 (65.0)
IEHIFHS Jmssd4l HCC 441 ~5 19 12 (387) 7(35.0) 0.072 0.789
Jifge I/ Cem )
1 mlR—19 Emlﬁgﬂgﬂqﬂﬂlﬁﬁﬁi’éﬁé < 5 ;6 12 (387) 14 (700)
Figure 1  The relative miR-19 expression levels in different tissues -5 25 19 (61.3) 6 (30.0) 4.763 0.029
Jihed 431k
= 20 14 (452) 6 (30.0) 172 0279
29 miR-19 E"];Eitl—ﬁ HCC E"]"ﬁ};ﬁﬁfiﬁ?ﬁm Zﬂz:;‘ffﬁ 31 17 (54.8) 14 (70.0)
%
XE R 2% 19 (613) 5(250) o0 oo
F itk — BT miR-19 5 HCC 2 8] 1Y % &, % 27 12 (38.7) 15 (75.0) ’ '

RINGE T 007 A T mik-19 @ Fsk 5 HCE TR (oo

2% 50 65 R 956 B AE o 4 BE miR-19 48 2K 15 B 1 o fir #0033 15(484)  18(900) 218 0002

B (3.21) , ¥ 51 BIERA (CIRHER 575 ) 48 ﬂiﬁi o (s s (a00)

4l: miR-19 LB M miR-19 fRIK A LR £ 2 20(645)  12(600) 106 074

H x KBS EL Fisher Ki36 20 #1, 25 4278 miR-19 (1) HEFE%I%

. , & 40 23 (74.2) 17 (85.0)
JBd _ 47 _

FEiR 5 e/ (P=0.029) | % (P=0.011) . L5 11 8 (258) 3 (150) 0.839 0.360

#r k1208 ( P=0.002 ) }2 AJCC 231 ( P=0.008 ) A 5, AJCC 43401

TiSAER . PES . MORIAME . TURE AL MR B % VIL 17 6(194) 1105500 (o0 nng

) /v 34 25 (80.6) 9 (45.0)

AFP TH R R (¥ P>0.05) (£1) . AFP (ng/ml.)

23 MR-19 E X EEE24BEWER <400 19 11(355) 8 (40.0) 0106 0.745
" . s - =400 32 20 (64.5) 12 (60.0) ) :
MSLHIBREREEATE 2, 45/ AN

miR-19 kKB A B H LR 32.1 M H

SHEELER N 19.7%; miR-19 & FikH £ FHF Y

EAEEE N 1124, SEAEFHREN 8.1%. miR- 1.0

19 25 R IR R A AR A7t AR TR R A 4 . 0.8 Re10 T35

b mih- A pEAY

Log-rank £ 30 b /R WG 2 41 2 [H) 22 3 A7 G122 3 X
(P<0.05) (K2) .
2.4 BEEKRZEZE COX BEIASH

22 B2 COX [l IH 43 B Sk 7 Joi 9 5 s . i
28 . AJCC 434 (T1/IV ) B miR-19 7 33k Al /F
i HCC SB35 1 AU R 38 22— B P<0.05
(1 ARG PR PR AT 22 B 1 IE 4 B 2748 B COX
Ho &5 W miR-19 & #3532 Hofh KU P &
BRI, AT LIAE S HCC B3 SR TS A9 2 57 XU
K (P<0.05) (£2),

© MR ITF EHHBNHFEIH

o
fo

miR-19 ik

ZRATTR (%)
(=]
NN

o
to

o
=3

0 10 20 30 40 50 60
AAErtE (A )
B2 7 miR-19 FikkF HCC BEMEFMLE

Figure 2 Survival curves of patients with different miR-19

expression levels
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Figure 2 Univariate and multivariate COX regression analyses

for the overall survival of HCC patient
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