5524 % 55 HEZEIMIEE Vol.24 No.5
2015 4E 5 H Chinese Joumal of General Surgery May. 2015

RS doiz10.3978/.issn.1005-6947.2015.05.016 . HEEEFT -
o4 ‘-" http:/dx.doi.org/10.3978/j.issn.1005-6947.2015.05.016
*‘ "
f“"‘:.‘-" Chinese Journal of General Surgery, 2015, 24(5):696-700.

FLAREETRIR miRNA & ¥14R 5 ¥ 80 16 17 B 6 iE

MR, IR, Bk, R, THR

(A KT P B FRARIUESNME, #14b KX 430014 )

W O=E BEY: SR SRR BURE YR E W R PEER miRNA
Fik: B qRT-PCR kM E 80 4 FL I 4 15 80 il g FEXT FE i ER 6 A3 HE miRNA (miR-9 .,
miR-335, miR-205. miR-10b. miR-125b, miR-34a> T BRI KOF, B O B miRNA; SR JE
FHRUCHCAE 80 11 FL M g A8 35 A1 80 Ml fk FRE X B, i — DI R % (19 miRNA, I3 52 508 TARRHE
Roc) Mgyt F A (AUC) Z0Hri%k 2t miRNA 2 WL IR B9 ERA B, JF 5 CA15-3 T,
TR S IR WoR, S@ BT AR, FLIRE B B R miR-9 KPR T, 1 miR-335
5 miR-205 B i [ (%) P<0.05) ; miR-9. miR-335. miR-205 A2 Wi 3L IR 9 AUC 23 %1 9 0.859
(95% CI=0.814~0.911) , 0.920 (95% CI=0.885~0.959) . 0.899 (95% CI=0.861~0.939) , H miR-9.
miR-335 1 miR-205 & & K Y AUC {8 (0.924, 95% CI=0.895~0.953 ) Wi i F CA15-3 iy AUC {8
(0.874, 95% CI=0.834~0.914) (P<0.05) .
it fEH miR-9. miR-335. miR-205 & FLARIE M BUBRAEWbREY, HICE KD S A R T 452 = LIS

LTI
KA FLARIPE ; % RNAs; MpEsric, 495

FESES: R737.9

Screening and verification of circulating miRNA biomarkers of
breast cancer
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Abstract Objective: To seek the circulating miRNAs that can be used as sensitive biomarkers of breast cancer.

Methods: Firstly, the expression levels of six candidate miRNAs (miR-9, miR-335, miR-205, miR-10b, miR-125b,
and miR-34a) in blood circulation of 80 breast cancer patients and 80 healthy control subjects were measured
by qRT-PCR, to screen out the miRNAs that changed significantly. Then, in another population of 80 breast
cancer patients and 80 healthy control subjects, the miRNAs that were screened out were verified, and their
diagnostic accuracy for breast cancer were analyzed through the area under the curve (AUC) of receiver operating
characteristics (ROC) curve, which were also compared with that of A15-3.

Results: Both screening and verification showed that the circulating level of miR-9 was increased while the

circulating levels of miR-335 and miR-205 were decreased significantly in breast cancer patients compared with
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healthy controls (all P<0.05). The AUC of miR-9, miR-335 and miR-205 for diagnosis of breast cancer was 0.859
(95% CI=0.814-0.911), 0.920 (95% CI=0.885-0.959) and 0.899 (95% CI=0.861-0.939) respectively, and the
AUC value of the combined detection of the three miRNAs (0.924, 95% CI=0.895-0.953) was significantly
higher than that of CA15-3 (0.874, 95% CI=0.834-0.914) (P<0.0S).
Conclusion: Circulating miR-9, miR-335 and miR-205 are sensitive biomarkers for breast cancer, and their
combined detection may help improve the diagnostic accuracy of breast cancer.
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B E—MRFMART mRNA RIEHER
Figure 1 The circulating miRNAs in the two groups in the first experimental stage

B2 FZHMERMATEIR miRNA BiEFR
Figure 2 Verification of the circulating miRNAs in the two groups in the second experimental stage

— miR-205 — combined miRNA
~ miR-335 — CAIS-3
—SHL — BB

B3 ROC HiZHH  A: 34 miRNA % H 19 ROC HiZk; B: CA15-3 J2 34> miRNA BE431 ROC 2k
Figure 3 ROC curve analysis A: ROC curves of the three miRNAs; B: ROC curves of CA15-3 and combination of the three miRNAs
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