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Long non-coding RNA MALAT1 expression in hepatocellular
carcinoma and its action
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Abstract Objective: To investigate the long non-coding RNA (IncRNA) MALAT]1 expression in hepatocellular carcinoma
(HCC) and its function.
Methods: The MALAT1 expressions in 80 surgical specimens consisting of tumor and adjacent normal tissue as
well as in different HCC cells lines (HepG2, Hep3B, HCCLM3, and HuH7) and normal hepatic cell line (L02)
were determined by qRT-PCR method. The changes in proliferation, migration and apoptosis in HCC cells
(HepG2 and HuH7) after MALAT1 siRNA transfection were examined by MTT assay, wound healing assay and
flow cytometry, respectively.
Results: In 72 of the 80 paired samples (90%), the MALAT1 expression in HCC tissue was significantly up-

regulated compared with its adjacent normal tissue, and the MALAT'1 expression level in each examined HCC
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cell line was significantly higher to varying degrees than that in normal hepatic cell line (all P<0.05). In HepG2

and HuH?7 cells after MALAT1 siRNA transfection, the proliferation rate was significantly decreased in a time-

dependent manner, wound healing ability was significantly weakened (all P<0.05), the apoptosis rate was 17.0%

and 16.41%, which in their corresponding group was 8.89% and 6.56% respectively, and the difference had

statistical significance (both P<0.05).

Conclusion: MALAT1 expression is up-regulated in HCC, which may be closely associated with the malignant

behaviors of HCC, and further investigation of its action mechanism may probably uncover a potential new

therapeutic target for HCC.
Key words
CLC number: R735.7

Carcinoma, Hepatocellular; RNA, Untranslated; RNA, Small Interfering

JHF 98 2 thE AL b i UL A S e 2 — , HETE
i S BOE T A3 . AT I R LR A —
TG FURE S AT 1 R A AR A T T R Y
LW AR JE W, ik, I — B
R . RBEWSFHLE, I GE B I AT
R R M br . Bros &8, &K R Bk g
RNA (IncRNA ) Al 2 5XGe @ RPTAR, &N H
Bl DA R g L BB i, e SRR, RSk T,
P32 i S A G Bh vh 2 R A R AR,
JE, BIEHATAIE, 48R3 Ine RNA B T g i A
TEAVER, KB 5N 7AW FILE A
#. HoArE N AN EE KL R ne RN ATE Bl 8
HR RIk, WH19m R IK T 00 5198 B e,
It & B R G E; Plne RNA-17E B4 &
maeas, EMEE B R A ET CCAT24E
SV IE T BRI, T 3 o il AR e i A i A AR ol
REH1,

ili Ji g e RS M OB S F 1 (metastasis-
associated lung adenocarcinoma transcript 1,
MALATI1) J&2lnc RNAZJE M EZ N 52—, fH
F200345 iy Ji % e AR /N 41 i il 9 vh R . 1245
1E, MALATICE #E] 5 2 F0 A28 I 9 & A= g
YR AR MNCBLE i E (GEO
DataSets ) #5756 1 PRIE I MALATL N £
W4, @3 qRT-PCRETEMALAT 7 T 96
I NV 95 55 21 23 L R 96 40 i 3R ) ik, i R
T A A, EIEMALAT LTE 95 40 M b 9 Dh ik
Wi 5E I R A R R A FAE W AL 2 T —
SE [ SE A

© WA )3 i [ & F A F A EFH

1 RS

1.1 AR IR E R &

A S I G R AR A 200841 H —20134F
127 T 10 283 R 27 B )@ 5 7S N R B B R B T R
WA S 114 8 O B8] JHF 4 B I AH L 1) 98 25 41 2 . Jir bR AR
SR Z S Ul MR ab 1 N o U AW NS AN U Ol A e
e B o it , JF ARG TAREE R . &6
AALHE T AR YIBR 0 I 958 4123 K He X 1 9 55 41 4
JIT AT ) bR A 2 284 b B e 1Y) s BB IR IE , 39 58
B Im R TR Hh S50, Ze3061; F1
HERESS (20~65) %

1.2 L EEIRFIF{LIE

BMRNAERBGLHITRIZol (Invitrogen, 3%
B ) . AR & PrimeScript™ RT reagent
Kit with gDNA Eraser ( Takara, HZ4) , SYBR
premix Ex TaqTM IT PCR Kit ( Takara, Japan) ,
AnnexinV FITCJ#H T4 M3 55 & (Invitrogen,
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Figure 1 MALATI1 expression in HCC and adjacent non-

cancerous tissues
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Figure 2 MALATI1 expressions in different HCC cell lines and

normal hepatic cell line
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Figure 3 Effect of MALAT1 on the proliferation of HCC cells
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Figure 4 Effect of MALAT1 on the migration of HCC cells
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Figure 5 The effect of MALAT1 on the apoptosis in HCC
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