5530 % 55 8 40 HRE @SR R Vol.30 No.8
2021 4£ 8 H Chinese Journal of General Surgery Aug. 2021

£ _-:- doi:10.7659/j.issn.1005-6947.2021.08.007 . %Eﬂjﬁﬁ 29 .
e http://dx.doi.org10.7659/j.issn.1005-6947.2021.08.007
-3t Chinese Journal of General Surgery, 2021, 30(8):926-933.

MAETEH miR-574-5p MIRIESEARESEMBERX R

% IRk

(P HEKFRFEFERER TS ER 25604598, #13b KX 430000)

m E LE=5HM: 5 EW, miR-574-5p 5 Z B M8 05 % DA &, (5 & W miR-574-5p 5 ) 40 i 9
(HCC) MXZME, Wik, AR HTT miR-574-5p fE HCC R R 5B E G LR,

J7 3% H qRT-PCR A& 130 91 HCC 5% 35 40 21 Jx HCC 408 & (HepG2 . MHCC-97H) 5 1E % JIF 40 i 5
(L-02) ™ miR-574-5p B ik, FH X-tile 875 78 £ A A7 B0 0 € miR-574-5p 36 15 i Y fe A3 0T (6L
J& . 43T miR-574-5p A K- B F MG R HLE 2 T ARG AEERI KR . 401 HCC B HS 19 52 1w
A2 . A TargetScan FUl miR-574-5p A9 80 A, JF FHOBLSE O 28 i 4 25 6 [N 52 55 35 9IF 5 Western blot 552 35
B IE .
53R miR-574-5p KA K V-7 HCC i 41 2 b WY W & T8 55 41 28, 76 HOC 41 i 3 rh U] i 1 1E 3 I 4 e
% (4 P<0.05). miR-574-5p ik 5 TNM /3 (P=0.002) FI/MEFEE (P=0.000) WA %, miR-574-5p
B IR A Y B ARG O AR A R B AR T miR-574-5p R #A4 (¥ P<0.01) . HAHNE 5L NESH
5B IR, miR-574-5p %35 (HR=4.101, 95% CI=1.348~8.968, P=0.03). II~IV# (HR=5.403, 95% CI=
1.266~13.860, P=0.02) k434 (HR=3.655, 95% CI=2.165~6.984, P=0.00) & HCC & A4 17 %10
MSTAER R 2, miR-574-5p i35 (HR=7.168, 95% CI=1.144~18.260, P=0.01) 5 II~IV ] (HR=7.436,
95% CI=1.123~20.916, P=0.00) J& HCC ¥ JoJ A A7 A ML fa B A 3R o TargetSean 2K F & B FOG2 #71E
I miR-574-5p ELALES G AL, WU G 3R B 25 55 H 52 46 3R W] FOG2 /& miR-574-5p 1Y) ELAEHL LRl . Western
blot 45 @7~ , FOG2 B F#E HCC A 21 i 28 AR TR 55 41415 Pearson A1 43HT R HH ., HCC 41
miR-574-5p F£KIKF- 5 FOG2 3 R IL K R AL (=-0.499, P<0.05),

Z518 1 miR-574-5p 16 HCC HF %35 FH 5, miR-574-5p 5 235 0] /E R HCC B & BUG A KA Fhr i, miR-
574-5p AT A iE o T PR AL R FOG2 & AR s VE T o
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Abstract Background and Aims: Previous studies demonstrated that miR-574-5p is closely associated with the

Wi EEE: 2020-12-27; f&iTHH: 2021-07-20,
EETIAY: 250z, P RHE IR B 2B B eSO BE B IR BRI, B IE b R G Iy T 5Y
BIS1EE: 2582, Email: ligiansurg@yeah.net

© WA F [ H3E A FH 4 E BT http://www.zpwz.net
926


mailto:E-mail:liqiansurg@yeah.net

58

F 7, %A HE T miR-574-5p By Rk SER A E S FUE MK & 927

Key words

prognosis of a variety of tumors. However, the relationship between miR-574-5p and hepatocellular
carcinoma (HCC) has not been reported yet. Therefore, this study was designed to investigate the
expression of miR-574-5p in HCC and its relationship with prognosis of the patients.

Methods: The expressions of miR-574-5p in 130 paired specimens of HCC and adjacent tissue as well
as in HCC cell lines (HepG2 and MHCC-97H) and normal hepatic cell line (L-02) were detected by qRT-
PCR method. After the optimal cut-off value of miR-574-5p expression level was determined from the
survival data of the patients using X-tile software, the relations of miR-574-5p expression with the
clinicopathologic factors and postoperative survival rates of the patients were analyzed. The influencing
factors for the prognosis of HCC patients were determined. The target genes of miR-574-5p were
predicted by TargetScan, and then were verified by dual-luciferase reporter assay and confirmed by
Western blot analysis.

Results: The expression levels of miR-574-5p were significantly increased in HCC tissue than that in
adjacent tissue, and increased in HCC cell lines than that in normal hepatic cell line (all P<0.05). The
expression of miR-574-5p was significantly associated with TNM stage (P=0.002) and degree of
differentiation (P=0.000). Both overall survival rate and tumor-free survival rate were significantly lower
in patients with high miR-574-5p expression than those in patients with low miR-574-5p expression
(both P<0.01). The results of univariate and multivariate analysis showed that high miR-574-5p expression
(HR=4.101,95% CI=1.348-8.968, P=0.03), stage III-IV (HR=5.403, 95% CI=1.266-13.860, P=0.02) and
moderate/poor differentiation (HR=3.655, 95% CI=2.165-6.984, P=0.00) were independent risk factors
for overall survival of HCC patients, and high miR-574-5p expression (HR=7.168, 95% CI=1.144-
18.260, P=0.01) and stage III-IV (HR=7.436, 95% CI=1.123-20.916, P=0.00) were independent risk
factors for disease-free survival of HCC patients. Targetscan software analysis showed that there was a
direct binding site between FOG2 and miR-574-5p, and dual luciferase reporter gene assay showed that
FOG?2 was the target gene of miR-574-5p. Western blot analysis showed that the protein expression level
of FOG2 in HCC tissue was lower than that in adjacent tissue, and Pearson correlation analysis showed
that the miR-574-5p expression was negatively correlated with the protein expression of FOG2 in
HCC tissue (r=—0.499, P<0.05).

Conclusion: The expression of miR-574-5p is generally increased in HCC. High miR-574-5p
expression can be considered as a molecular marker for poor prognosis of HCC patients. MiR-574-5p
may probably exert a tumor-promoting action through down-regulating its target gene FOG2.

Carcinoma, Hepatocellular; MicroRNAs; MiR-574-5p; Prognosis

CLC number: R735.7

BT 40 9 % (hepatocellular carcinoma, HCC) &
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e 53 )5 KOF 5 58 3 I mRNA 19 3'- 3 8 198 X ik i
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JE XA i IR e e v kA5 S B AR Y. miR-574-5p
Je BB 48 E B miRNA 73 1, AR 45 B e vh &
3K L I 38 1 Wnt/B -catenin {5 5 18 % 2 5 Mg F
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miR-574-5p 76 HCC " iy 38 5 15 19 ¢ 5 M rl HE Y
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1 #MREFE

1.1 IGRERA

W 4E 2014 4 1 H—2018 4F 1 H 232 FFE VI bR AR
) 130 ] HCC i & 098 Jog s A8V A . A bR
e (1) T B 4 2 e U R R B 20 PRI 12
S HCC™ 5 (2) MR 4l ] s 470 96 B0k 2 565 6 R Jieb 9 bk £ &5
R (TNM) 43 284 2 b TNM 43 1915 (3) 4%
NCCN 48 Fbn EHEATIRIT 5 (4) BRIFIESN, B AAE
FE LA R A bR o HEBR AR AE - I PR S B U5 RS
eH . A BHENHLSARARTE T AR 7 B
FET-80 CKFM EZH — K, HCC LR N
ML, FEor e N I B 2% 3 em AR
JFA B, AW 2ot B2 B fe 12 51 4 itk IRl &
St o
1.2 SCIGHRE

IEH R 40 i & L-02. HCC 40 i & HepG2 Fil
MHCC-97H 1 { [ B 27 B 48 M 55 5% 9 08 0
([ b)), PR A A R AE 37 C . 5%C0, 1Y
DMEM ¥ 5 Jevh 5 55
1.3 HARAE
1.8.1 Kz 34 BTN SIS TR RS 4
3 AR G E T (AFP) JKF . R S
o A R F X A A . VR BE R S R, HEAT
THE LT 2 471 3 30/ R0 1 L B B 433 L2
MAFEE AT ARB M BFERT H W8RG
LR BT H A T 9 B ) [ By o I 88 A A 00 S DK
FAR B W2 s 2 % H AR B R, SR R
TR R K, WERJS 1 R BEV BT A 21746
. Bl DTSR R 2 2020 4F 1 H, JL s il E R
Vi, TEAEAF M L3RR N A .
1.83.2 miR-574-5p & X 56 KRR B % & TRE 09 %
EA K X-tile3.6.1  (Yale University School of
Medicine, USA) % {4, 1 3 F Kaplan-Meier % &
Log-rank £ 55 iy 37 5 £ BT (H 3.25, FF 130 1] 22 &
I 4 2153 B miR-574-5p =5 £ K4 (n=66) FI miR-
574-5p IR KK A (n=64), 4 M1 miR-574-5p fm k%
R 5 RN R R TR B E &R .
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1.8.3 aRT-PCR @ fifi i Total RNA mini & 5 &
(Qiagen, €[ ) M HCC 4 21 A4 i & #2 BB
RNA . JH Nanodrop 43 5 0t B 15 I 5 &L RNA ¥ i Al
i, [ S AR DNA W R IRA & (£
Applied Biosystems 2> #] ) ¥ RNA JZ %% 5% 2 ¢cDNA,
Al i 3 R A BT, ] a2 2 RT-PCR A il 17 &
(EH CeneCopoeia) 47 5% & PCR. U6 I /F miR-
574-5p KM (N 2. PCRBI¥FF U T : miR-574-
5p . 1E4E . 5-TGC GGC AAC ACC AGT CGA
TGG-3', 4k : 5-CCA GTG CAG GGT CCG AGG T-
3', U6 F 4. IE4E: 5-GCT TCG GCA GCA CAT
ATA AAA AAA T-3', JR#f: 5-CGC TTC ACG AAT
TTG CGT GTC AT-3'. i SLHe ¥ HE 3K,
1.3.4 MR F RS AR SN A A FOG2
3-UTR FI%E 78 8 FOG2 3'-UTR #fi A PmirGLO JF kL 1 .
¥ pmirGLO-FOG2-wt/pmirGLO-FOG2-mut #I miR-574-
5p BLHL P /siRNA BH P XF B8 36 5% 4L 3] HepG2 41 g R
o BEYLS 24 b, N OBLE O 2R R A I DR U
A4 (Promega, EE) kil 28 REFNG M. A
SCE I EE 3K
1.3.5 FOG2 & G £ ik B 5 miR-574-5p #9401 1l
1 Western blot ]l 5 HCC # K i 55 20 21 b FOG2 & [
FEAKF . N EREA L PR IEE A I a,
T e G TR SR T U T M R PR UK 43 B AR
i, FEFEFL R PVDF B | . 5 FOG2 —#HT (1:300),
X[ Santa A F]) fE4 CHE ARG, HAHRTE
A AR B 9 B Tl 3 BT (1:500, 5% [ Santa 23
") 5 PVDF i 4E 37 C R & 2 h. GAPDH fE
%, e, (I AR R G R A i B A
XPRIE . 43 HT 130 Bl 2 FOG2 SR R ik 5
miR-574-5p 40 X1k .
1.4 Zit=z4bE

BT A 483 43 B 249 48 ] SPSS 19.0 45 3 %k 14 £
(SPSS, Chicago, IL) #47, A ERDM T &
TERLER R« prifE2E (R+s) Fon, W4y
B BCR K 5, x5 F T F 58 miR-574-5p (1)
Rk HIEIRWEE N R X R, Kaplan-Meier 1 2 il
HEAFIZR, Log-rank £ 50 #E 47 HL A o Cox o 51 AL
] 9452 Y F B R 2 R 40 AT, Pearson A ¢
FH F 43 M1 miR-574-5p 5 FOG2 ik U AH K& . P<
0.05 2 A it e i L.
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2 &£ B 0.62), P<0.05] (& 1A) . HCC 40 it & HepG2 K

2.1 miR-574-5p ZEHCCiEZHA K M R FHIRIE
qRT-PCR KGN Z5 2R 7%, miR-574-5p 1E 9 2H 41
1 2K K- 8 T o2 421 (3.89+1.80) ws. (1.13 %

P<0.05
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Figure 1 Comparison of the expression level of miR-574-5p in HCC tissues and cell lines

MHCC-97H ' miR-574-5p 3 ik & & T 1E % T 4 il &
L-02[HepG2 ws. L-02: (4.04+0.47) vs. (1.06+0.31),

P<0.05; MHCC-97H vs. L-02: (4.33 +0.44) vs. (1.06 +
0.31), P<0.05] (El1B).

P<0.05

P<0.05

T_I_

miR-574-5p A H A K

HepG2 MHCC-97H L-02
B

miR-574-5p 7E HCC 9 M55 4 AP 383K AL B: miR-574-5p 7E

A: Comparison of the expression of

miR-574-5p in HCC and adjacent tissues; B: The expression of miR-574-5p in HCC cell lines and normal liver cell line

2.2 miR-574-5pFRizKF 5 BEIGKRFIEELHIXL R

X-tile #5737 miR-574-5p 3¢ ik (1) 5 A3 5 e
8 3.25, #5404 130 ) 28 2 968 41 4153 B miR-574-5p
EFRIB (66 1]) HlmiR-574-5p KKk (64 14]) .
3B 45 B R, miR-574-5p ik SAER . M.
AFP M B2 . Mot EH TWI R R (1 P>0.05) ,
miR-574-5p % ik 5 TNM 4+ #]  (P=0.002) F1 4> 1k &
fE (P=0.000) A% (£1).
2.3 miR-574-5p FXiFKFEEHCCEEREFER

TRBEGFENXR

Kaplan-Meier A4 £7 i1 £ 2 B , miR-574-5p = %
KA VAR B AE R N 64.1%, 34 MEfFE RN
459%, S5AFERAELEF N 21.8%, miR-574-5p (K K ik
AR B RN 100%, 34 B A7 RN 80.2% ,
5AE MR R N 60.7% , miR-574-5p 2 ik 4 B A AF
FALF miR-574-5p IL £ A4 (x=11.85, P<0.01);
miR-574-5p (5 %A 41 1 4E T A AF R 60.2%, 3 4%
TCIE A7 RN 41.5%, 59 T AT RN 12.7%,
miR-574-5p L F A 4 1 4F TOIE A A7 % 90.3% , 34
TGI8 AT RN 75.4%, 5 F 0 AT RN 56.1%,
miR-574-5p {4 % ik 40 T 9 A A7 F K T miR-574-5p fik
FikH (x’=10.36, P<0.01) (& 2A-B).
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&1 miR-574-5p PWRIEMIGRFEELHIX R (%) |
Table 1 The relationship between the expression of miR-
574-5p and clinicopathologic parameters [n (%)]

B mEs RS

3 P
A () (n=66)  (n=64) X
R ()
<50 68  34(51.5) 34(53.1)

2.084  0.672
>50 62 32(48.5) 30(46.9)
el
5 95  45(682) 50(78.1)

2362 0376
5’8 35 21(31.8) 14(21.9)
AFP R (jue/L)
>400 72 43(65.2) 29(45.3)

1418 0.185
<400 58  23(34.8) 35(54.7)
TNM 434
I~11 63  13(19.7) 50(78.1)

13.846  0.002
I~V 67  53(80.3) 14(21.9)
AR
B 41 16(24.2)  25(39.1)

11.275  0.000
BRI 89  50(75.8) 39(60.9)
Jiehsea %5 H
A 101 52(78.8)  49(76.6)

2193 0.583
ZA~ 29  14(212) 15(23.4)
JHF AL,
H 86  42(63.6) 44(68.8)

1.648  0.429
g 44 24(36.4) 20(31.2)
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Figure 2 The relationship between the expression of miR-574-5p and the prognosis of HCC patients

curve; B: Tumor-free survival curve

2.4 HCCHsrIZ N E R 577

Cox [B1H B 2 40 H7 WoR , T~V 1] . (K5
b I miR-574-5p {5 2215 M0 HCC BVE AR &
(¥ P<0.05) , I~V # J& miR-574-5p & % ik h 5 M
TR AR E (¥ P<0.05) (#2). Cox 15

<1 miR-574-5p 5 Fk 41
100 — miR-574-5iw EHEE{'E
—~ 80
S
% | L
il 60 . .
Iy L
BK | L
ﬁ&z 40 - ILLL.
ua
ok R ITR
0 1 1 1 1 )
0 12 24 36 48 60
P NE RN EOE D) B

A: BEAANZ; B: JORIZEAFINZ

A: Overall survival

Z N ZAHT R, miR-574-5p 55 23k . LI~IV ] &%
HIG o AR 2 R e HCC FR B A A7 538 14 il 7 £5 15
% (¥ P<0.05), M~V K miR-574-5p 5 735 2
S HOC &% TR A Ar RIS fa B R (3 P<
0.05) (#£3).

R2 EWHCCHEHERZS

Table 2 Univariate analysis of factors for the prognosis of HCC

% MR » T A=A »
HR 95% CI HR 95% CI
AR (550 % 0s. <504) 1.132 0.316~3.516 0.192 1.536 0.322~3.736 0.125
PERN (5 vs. Z2) 1.191 0.345~3.857 0.136 1.559 0.357~3.831 0.131
AFP ¥ J# (>400 ng/mL vs. <400ng/mL.) 1.931 0.685~4.056 0.063 1.953 0.615~4.273 0.062
TNM 34 (II~TV vs. 1~11) 2.879 1.366~5.196 0.009 2.686 1.386~6.009 0.01
S AERRE (FP IR vs. #) 2.563 1.609~4.088 0.041 1.551 0.607~4.466 0.086
JHAEAL ( vs. TE) 1.919 0.738~4.102 0.063 1.921 0.793~4.219 0.062
miR-574-5p 33k ({5 vs. %) 3.938 1.472~8.038 0.003 3.608 1.431~7.686 0.006
#3 HWHCCHEMEEREN
Table 3 Multivariate analysis of factors for the prognosis of HCC
o SRR » TCI A7 »
HR 95% CI HR 95% CI
TNM 34 (IT~TV vs. 1~11) 5.403 1.266~13.860 0.02 7.436 1.123~20.916 0.00
miR-574-5p (/& vs. &) 4.101 1.348~8.968 0.03 7.168 1.144~18.260 0.01
AHAERRRE (FP R vs. ) 3.655 2.165~6.984 0.00 — — —

2.5 miR-574-5p SBEE 5> 7

TargetScan %X 14 % ¥ FOG2 77 7£ Fl miR-574-5p B
LA AL (F3A) o WU OGZR B A5 5L K S0 g0 3
B, 5 FOG2-WT-3'-UTR %F 4 %Y it %7 Fil miR-574-5p
BV S B e (1 8 O 2% W T 1k W) S IR (P<0.05) o
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{H FOG2-MUT-3'-UTR 1 miR-574-5p 1 42 ¥y 3k %5 Y
JG, RN EMmEERA TG E L (P>
0.05) ([ 3B). [ikghH £ FOG2 j& miR-574-5p
1 BN
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Fo, FJTHME T miR-574-5p ik ik GEARE SR K A 931

FOG2-WT-3'-UTR 5'-CTGTCGCCCCAGGCCCTCCCT-3!

3'-CGUGUCGGGGGCAGGGAGGGA-5'

miR-574-5p

FOG2-MUT-3'-UTR  5'CTGTCGATTTAAGGCCAAGATT-3'

A

B3 miR-574-5p RELE E 547
Figure 3 Analysis of the target genes of miR-574-5p
verifying that FOG?2 is the target of miR-574-5p

2.6 FOG27#& HCC hiy&Rix
XE

Western blot 4%

HCC 5% HCC 95 HCC  JiEss
FOG2 s @il & = GHEED o S

CAPDH o Gl GHlS s eme e

A

B4 FOG2HIRIERES miR-574-5p RiIEMX &
5 miR-574-5p (AT Hr

Figure 4 FOG?2 expression and its relation with miR-574-5p expression

A: FOG2 5 miR-574-5p f#4E

% % H 5 miR-574-5p HJ

R, FOG2 7E 9 il ik =

A: Western blot 1l FOG2 7F HCC J s sa 41 41 rh i ik

1.5
mimic-NC
miR-574-5p mimics
P<0.05
ﬁ 1.0 - b —
5T
&
e
e}
#50.5 -
-
0

FOG2-WT-3'-UTR FOG2-MUT-3'-UTR

AL B AR EFIRIEIE FOG2 /& miR-574-5p (4R
A: Binding site between FOG2 and miR-574-5p; B: Dual luciferase assay

Tz (Kl 4A); Pearson #2418, HCC
Ji 2 20 Hh miR-574-5p 5 FOG2 25 4 2 ik 5t B I T A
¥ (r==0.499, P<0.05) (& 4B).

ik

miR-574-5p FHX] Feih %

00 05 1.0 15 2.0 25
FOC2 B 442K B

B: FOG23Eik

A: Western blot experiment shows the expression of

FOG?2 in cancer and adjacent tissues; B: Correlation analysis of FOG2 expression and miR-574-5p

3 i #

HCC J2& & Wi % 1 P9 2 — , HCC KA1 &
PG B N R & HBV 12 PR RF 228 4y, HCC 76 7 K M
X, JUIERPE, KpREETY, 201848 11 A H
G O R A BORT B R T, 3R R RS A BT
FIR I AL R R A A R, (E R R
SRR IR S A, kR AH DG BT T S AR 2 6

I 9 1) 2R 5 O FARYIBR L kY Kooy 1
FLERYT o AR, RAERST . R EiR )T MR
JEIRIT R T R R B, B THEBAE KL,

HCC B WS 822" ik HOC K Az MUK Jig Y
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A3 FHLE X TR A T HCC 1 % A= BIL A F %
(IR TT B A A F A

miRNA S5 55 (18~22 MA% R ) 3E 8 1 i 4
ih RNA 43, AT 38 2 45 45 #0 2 F mRNA fe o 455 A
KA, IRIEMERNNIIGE, = 5MEEY =)
RE, WAL A T YA . R LA
AR, R g IR B g R R A D RE T 2 5
() % A B RO miR-574-5p fi 26 16 JE /)N 41 Jifd il
FE R, BFSER B miR-574-5p 76 A5 /N 4i it i
Ji B A 3R b R GR KRG, AT A A AR /) A S
FEZ Wi bR B W o S5 2L SCHR R E 7 ZL AR s v L AT
18 3 miR-574-5p-ZEB1 %l 8 45 2L IR 88 19 & A2 Fn k& .
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16 WU B 98 % 90 miR-574-5p 125 323K 7] 38 32 Wt/ -
catenin {5 5 38 42 1 VA 7 9 40 (% 40 g & 399 0 0
TP ARWE ST B SE A I 130 191 HCC % 41 20 R198 55 41
AU miR-574-5p Rk K-, 2455 R HCC #4141
miR-574-5p F ik KV B & & TR 54 . R 5IE
WM R (L-02) MHIL, HE4IM R (HepG2 Al
MHCC-97H) ' miR-574-5p KRB /K VR EH N, b
IR BT 45 R R A HCCHE AL 8UR A i & f, miR-
574-5p ik K L.

A58 F HCC [ 73 h miR-574-5p 7 . R4
KW, KB miR-574-5p i Kk H B HEFEAER SN
TNM 73 ] (II~1V) FOH AR o0 AL B 2, 3R U] miR-
574-5p m #R ik 5 HCC B H B R E S UMK, $#2
7 miR-574-5p 5 32 35 AT GEAE #F HCC Wik . 3¢
BRI 38 AE 45 B b, K BE AR W 15 RNA MFI2-
AS1 7] 45 miR-574-5p/MY CBP %l ifii {12 i/ 4% £ s 9 41
MI¥E5E . TR FIiR2E, Hh miR-574-5p 2 m Rk H
525 H 0 TNM 20 8 V1A G, X 5 AR BF 5 45 21
K, ASHFSEIE 3 H4E miR-574-5p K 2% 35 W9 40 2
bt 5 3 8] JC IR A A RO B A AR, R miR-574-
SpARRBA B H NI AEAARMAEFRYRT
miR-574-5p 1= R IR 4L, Cox Hb il XU 55 7Y & 21
miR-574-5p /= & 1K J& WU 968 A8 3 008 2B A7 5 R B
AR S fE B P 2R, R 9 45 R R miR-
574-5p fm5 #2842 HCC SBF TS I Thr &Y .

FOG2 J2& % 5% ] F GATA % 1 SL 9 5 R 7,
HAE NARA SR O E . FFRE . L SEJLm
HHIAESF AL T Z KRB, FOGARYIRERE
Fefb . P R HaEERmE LR . OIIEE.
ik 5 2 A 3 I VA T AR AR v & AN T 1 O
TR, BIE M RPERY], FOG2 1 fig /& PI3K/
Akt {5 538 [ 0BT BP0 R . SCRRPIIE R R 7E N
B 2R AN R, miR-200c 38 1 # [ FOG2/PI3K {5 5
A TE I RLIR A0 S S 0 I AR 4 fk . 3
BRI IE TE HCC 40 ML & b, DUBR FOG2 ik ] fig i
HCC 41 ff 34 58 A 4228 . ASBIF 5% 1 — 25 iF 5€ miR-574-
Sp W TE B AE FHBLEN, R 6 R e 4 2 I 5 3 i R
FOG2 & miR-574-5p (1 B #2¥0 5L [H . [6] 5 76 HCC ¥
24U FOG2 3 3k /K F 5 miR-574-5p % ik K F & fi
HOG, bbb o 45 Rk — 20k 5 T miR-574-5p Fll
FOG2 f# £ H B I8 15 5 R, miR-574-5p = K ik (1)
HCC 8 i J5 22 M HLHI rl g 5 1 H FOG2 K3k, 1
AR 2 96 240 M 348 58 R AR 2840 6 .

A T AR F 598 AR 35 T miR-574-5p 78 HCC i 41
Ay RB LSS ER, miR-574-5p 5 FOG2
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AR A C R R, MAATE - EMALE. B,
miR-574-5p 7E HCC 4ii it & v A Dy Re ey, XoF 248 i 38
B T RZE MRS IS R W AN R s LKk,
miR-574-5p 75 ¥ B 2 Py 5 78 vp () D) e B (A5 E— 25
Ty, WA S RS 7 .

Zi I, HCC LU0 i & miR-574-5p ik 7K
S EH, miR-574-5p J& HCC A K G (9 20 T 45 &
Yy, miR-574-5p A i o 41 1] FOG2 1 2 5 HCC 1 &
A RE, & HCC W TEIRYT M TS B EE ] R .
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