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Association between rs2275913 polymorphism in IL-17 gene and
gastric cancer susceptibility: a Meta-analysis

LU Wenjun, WANG Xiaogin, YANG Lixia, YANG Qing, YANG Rong, YE Hui, YU Dengfeng
(Department of Oncological Surgery, Gansu Wuwei Tumor Hospital, Wuwei, Gansu 733000, China)

Abstract Objective: To investigate the association between rs2275913 site polymorphism of IL-17 gene and the risk of
gastric cancer.
Methods: The case-control studies on relationship between the IL-17 rs2275913 G>A polymorphism and gastric
cancer susceptibility were collected by searching several national and international databases. After literature
screening, data extraction and quality assessment, Meta-analysis was performed by STATA 12.1 software.
Results: Ten case-control studies were finally included, with 4 371 patients in case group and 5 345 subjects in
control group. Meta-analysis results showed that among the rs2275913 site polymorphisms of IL-17 gene, the risk
of gastric cancer was increased under allele-contrast model (A vs. G) (OR=1.22, 95% CI=1.10-1.37) and additive
model (AA vs. GG) (OR=1.58, 95% CI=1.23-2.04), and was decreased under dominant model (AG+GG vs. AA)
(OR=0.63, 95% CI=0.48-0.84) and recessive model (GG vs. AG+AA) (OR=0.86, 95% CI=0.78-0.94), but had
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no obvious change under codominant model (AG vs. AA+GG) (OR=0.91,95% CI=0.78-1.07).
Conclusion: IL-17 rs2275913 polymorphism is closely related to gastric cancer susceptibility.

Key words Stomach Neoplasms; Interleukin-17; Polymorphism, Single Nucleotide; Meta-analyses
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Table 1 General characteristic of the included studies
N L. RHIRZE LRI LA (gl / xR
M AN ESE S 1 S Jik I GG AA AG Pwe NOS
Shibata, &5 2009""  HA  HAA ERXTE  PCR-SSCP  287/523 94/175 69/49 124/299 0.312 7
Wu, £ 2010 RE REA AHEXTEE PCR-RFLP  945/768 210/193 250/204  485/371 0.384 8
Mfidfe 2010 E PEA AREWIE TaqMan  1042/1090  300/325  220/224  522/541 0.967 8
B 2010 hE PhEA BEREXTE TagMan 24/230 6/79 9/30 9/121 0.303 8
Arisawa, 27 2012 HA  HAN EREXTE  PCR-SSCP  333/583 112/218 84/72 137/293 0.080 7
Rafiei, 45 2013""  fH HIAN A% PCR-RFLP  161/171 56/78 44/21 61/72 0.491 8
Qinghai, 4% 2014"7" i PEA ELEXTIE MassARRAY  293/550  126/273 45/61 122216 0.070 7
Zhang, % 2014"  hE  HEA ABEXTEE MassARRAY  260/512  110/258 48/67 102/187  0.057 9
B 2235 2014 i PEA EREXTIR PCR-HRM  99/150 32/41 28/40 39/69 0.619 5
SUNEE A 2014 pE RN ABEXTEE PCR-RFLP  945/768 210/193 250/204  485/371 0.351 7
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SR FH [ 2580 S B 5 30
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(OR=0.86, 95% CI=0.78~0.94 ) K A5
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95% CI=1.02~1.24) . FRPERA ( OR=0.86,
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(OR=0.74, 95% CI=0.56~0.98 ) 5t & &
B A it 22 B L (¥P<0.05) , FapEmi A

( OR=0.87, 95% CI=0.75~1.02) 5 &5 Bt
Gt E L (P>0.05) (£2) .

Study Y%

ID OR (95% CI) Weight
Shibata, % 2009 """ — - 137 (1.12,1.69)  10.69
Wu, 252010 " :E 1.06 (0.92,1.21)  13.60
ittt 2010 1) ; 1.03(0.92,1.16)  14.17
g 2010 " § 1.98(1.09,3.61)  2.83
Arisawa, &5 20121 . 1.41 (1.16, 1.71) 11.21
Rafiei, %5 2013 ¢ R 1.72(1.26,2.36)  7.18
Qinghai, % 2014 "7 S — 1.28 (1.03,1.58)  10.49
Zhang, % 2014 1 N 1.35(1.08,1.68)  10.14
Bere 3 2014 1 - : 0.93 (0.65,1.34)  6.09
TNBE 452014 1.06 (0.92,1.21)  13.60
Overall (I-squared=66.4%, P=0.002) 1.22(1.10, 1.37) 100.00

o

NOTE: Weights are from random effects analysis
T

0.277

1

3.61

1 IL-17rs2275913 S MEBES BES B X ZNHHE ( FAEEER )

Figure 1 Forest plots for the association between IL-17 rs2275913 polymorphism and gastric cancer susceptibility (allele-contrast model)

Study %

D OR (95% CI) Weight
Shibata, %5 2009 " ———= 0.33(0.22,0.49) 1027
Wu, %2010 P 1.01 (0.81,1.25)  12.07
Rttt , 2010 1) e 0.97 (0.78,1.19)  12.12
B, 2010 1Y i 0.25(0.10,0.62)  5.46
Arisawa, 55 2012 : ( | 10.81
Rnféawaé% oy —=— 0.42 (0.29, 0.59) o
Qé 1(1.11,' o I ———— 0.37 (0.21, 0.66) .
Z}llng al%Trz ot — = 0.69 (0.45, 1.04) o
e e R 0.66 (0.44, 1.00) 02
E/J; ; % 2014 - 0.92 (0.52, 1.63) e
RINE : 1.01 (0.81, 1.25) :
Overall (I-squared=84.7%, P=0.000) i 0.63 (0.48,0.84)  100.00

NOTE: Weights are from random effects analysis

1

T
0.101

1

9.95

B2 IL-17rs2275913 S5 USRS BESBEXRZNHFMRE ( BHEEE )

Figure2 Forest plots for the association between IL-17 rs2275913 polymorphism and gastric cancer susceptibility (dominant model)

Study %

ID OR (95% CI) Weight
Shibata, %5 2009 "1 0.97 (0.71,1.32)  8.04
Wu, %5 2010 0.85(0.68,1.06)  15.97
efddd: 2010 ™) 0.95(0.79, 1.15)  21.81
B, 2010 0.64 (0.24,1.67)  1.08
Arisawa, % 2012 0.85(0.64,1.13)  10.14
Rafiei, ¢ 2013 "% 0.64 (0.41,0.99)  4.76
Qinghai, % 2014 "7 0.77 (0.58,1.02)  10.43
Zhang, %5 2014 1 0.72 (0.53,0.98)  9.67
Be22 3 2014 1 1.27(0.73,2.21)  2.13
RINBE A 2014 Y 0.85 (0.68,1.06)  15.97
Overall (I-squared=0.0%, P=0.561) 0.86 (0.78, 0.94) 100.00

NOTE: Weights are from random effects analysis

0.243

1

4.11

B3 IL-17rs2275913 S M EBES BES BEXRZNHFMNE ( FREEER )

Figure 3 Forest plots for the association between IL-17 rs2275913 polymorphism and gastric cancer susceptibility (recessive model)
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Study %
ID OR (95% CI) Weight
Shibata, %5 2009 " - 2.62(1.68,4.09)  10.27
Wu, 252010 = 1.13 (0.86, 1.47)  12.85
[fdddt 2010 ™ —— 1.06 (0.83,1.36)  13.20
B, 2010 § 3.95(1.29,12.05) 3.82
Arisawa, %5 2012 ™ - 227(1.54,3.35)  11.09
Rafiei, % 2013 " e m 292(1.57,544)  7.85
Qinghai, %5 2014 " S S 1.60(1.03,2.48)  10.33
Zhang, %7 2014 1" — 1.68 (1.09,2.59) 1043
Be22 3 2014 1 = : 0.90 (0.46,1.75)  7.32
SUNEE 452014 P = 1.13(0.86,1.47)  12.85
Overall (I-squared=74.2%, P=0.000) <—i> 1.58 (1.23, 2.04) 100.00
NOTE: Weights are from random effects analysis :

0.083 1 12

B4 IL-17rs2275913 EXMEBES BES BEXRZHNFMKE ( HmiEs )

Figure4 Forest plots for the association between IL-17 rs2275913 polymorphism and gastric cancer susceptibility (additive model)

&2 IL-17rs2275913 B S B RS BIE Meta MG RIENTER
Table 2 Results of Meta-analysis and sensitivity analysis for the association between IL-17 rs2275913 polymorphism and gastric cancer
susceptibility
L Avs. G AG+GG vs. AA GG vs. AG+AA AA 5. GG AG vs. AA+GG
- OR (95%CI) I(%) OR(95%CI) I(%) OR(95%CI) F(%) OR(95%CI) T (%) OR(95%CI) T(%)
Jusan 10 1.22(1.10~1.37) 664 0.63(048~0.84) 847 086(0.78~094) 00 158123~2.04) 742 091(0.78~1.07) 685
FiiR
HiE 7 112(1.02~124) 471 085(071~1.03) 563 086(0.78~095) 00 124(1.03~150) 425 1.05(095~1.17) 00
HA 2 139(121~1.60) 00 038(029~049) 0.0 090(0.73~1.11) 00 242(1.80~324) 00 063(0.52~0.77) 00
B 1 172(126~236) — 037(021~066) — 064(041~099) — 292157~544) — 084(054~1.30) —
X HRZEARR
BEREXR 5 132(1.14~1.52) 330 048 (032~0.72) 717 087(0.74~1.02) 00 194(133~2.82) 592 0.74(0.56~098) 643
ABEXTHR 4 1.08(099~1.19) 339 095(084~1.09) 146 087(077~097) 00 1.16(099~135) 115 1.09(099~120) 0.0
AN A 1 1.72(126~236) — 037 (021~066) — 064(041~099) — 292157~544) — 084(054~1.30) —
2.3 RERHBS 3 i it

B o 4% ik PR AR Y 5 1) 2R FH ¥ = ] I Egger [7] 15
witir e b b, @R KRWE KW, HE
PEFEIRERY (A vs. G) BYPIE M0.075 (®I5) .

04
=
:]Es(
B
l‘]é
_4 1 T T T T T
0 1 2 3 4
K
5 ZAIEEER Egger BIFE
Figure S Egger’s regression plots for the allele-contrast model
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