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B = BE: WX 2k o (LXRa ) SHEABRBIEKRF 28 y (PA28y ) 76 B i b i 235 DA &

ERLE IR A
FiE: M qRT-PCR A 4L 7K LXR o 5 PA28 v 9 mRNA 58 F7E 35 5 B 8 AR 55 41

Uik, Fr LXR a 5 PA28 y 2R (1235 5 5 I R BRI 2R 10 G 38 DA 38 A . 23 i
WM A . qRT-PCR. Western blot #illid %35 LXR o XF B AGS 40 09 40 g A 309 . 1 B P 2 K
DI ANf s LXR a X PA28 v FRikmy4E1L.
HR. SESHLSE, BEALH LXRa M mRNA 5E A 260 B, 0 PA28 y i mRNA 5
HEARBW RIS (¥ P<0.05) ; MEEOWREGHREE FEIGRBIMARIY LR LR (B
P>0.05) ; LXRa 5 PA28 y I KIATE B AL 20 80X (r=-0.452, P=0.006) . 1Tk
LXRa 7, AGS 4l LXR a % mRNA FIAW W FH, i PA28 y 9 mRNA 58 KA W] i BEAR
20 i JE S0 0 R A7 ) S B 5 AR R P AR R T R, HRS AR LSNP LXR « A9 mRNA 5HEH
FEH R FIH . PA28 y 1 mRNA 5 FAFREH B TH (1 P<0.05) .
. LXRa 7EBWHERB TR, FRERE PA28 y Fik B, P& 2 8] A9 K AT fE 3 1 5 i 40 it J&
A HERR IR T B R A R K

KA B X B2 SRS R T A0 g
RESES: R735.2

Expressions of liver X receptor and proteasome activator 28 in
gastric cancer and their effects on growth of gastric cancer cells
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410008, China)

Abstract Objective: To investigate the expressions of liver X receptor a (LXRa) and proteasome activator 28y (PA28y) in
gastric cancer and their effects on the growth of gastric cancer cells.

Methods: The mRNA and protein expressions of LXRa and PA28y in 35 specimens of gastric cancer and paired
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adjacent tissue were determined by qRT-PCR and immunohistochemical staining. The relations of their protein
expressions with the clinicopathologic factors of the patients, and their correlationship were analyzed. In gastric
AGS cells after overexpression with LXRa, the changes in cell cycle, growth in nude mice and expressions of LXRa
and that of PA28y were analyzed by flow cytometry, qRT-PCR and Western blot, respectively.

Results: Both mRNA and protein expressions of LXRa were significantly decreased, and both mRNA and
protein expressions of PA28y were significantly increased in gastric cancer tissue compared with adjacent
tissue (all P<0.05); the expressions of either LXRa or PA28y showed no significant associations with the main
clinicopathologic factors of the gastric cancer patients (all P>0.05); there was a significant negative correlation
between LXRa and PA28y protein expressions in gastric cancer tissue (r=-0.452, P=0.006). In gastric AGS cells
after overexpression with LXRa, the LXRa mRNA expression was significantly increased, while the mRNA and
protein expressions of PA28y were significantly reduced, the cell cycle process was significantly blocked, the
growth in nude mice was significantly suppressed, with significantly up-regulated mRNA and protein expressions
of LXRa and down-regulated mRNA and protein expressions of PA28y in the tissue of the transplanted tumor (all
P<0.05).

Conclusion: LXRa expression is down-regulated in gastric cancer with synchronous up-regulated PA28y

expression, and their growth and decline may probably regulate the growth of gastric cancer cells through affecting

the cell cycle process.
Key words
CLC number: R735.2

Stomach Neoplasms; Liver X Receptors; Proteasome Activator; Cell Proliferation

B T A R Lk bR, TR R
R X ARG BRI R LT AR N, 4
GAIT A T R LR BIRYT o BT, B RS
TR YT BB A 5, Bk 2 09 56 22 2T
M, Ik B AT v e

X3 (liver x receptor, LXR) J& T¥
TZRFHERN— R, MIELXRa (WHHINRIH3)
MLXRB (WA ANRIH2) WRh A, e
JIEL [ LR P R ) AR A R R B A R Y
PER™, 4R BB 98 & X R B 5 i 98 1) 4 %
PN JEAE L BT R b & 4 A 1R
GW3965 & LXRMYFANM, BEFE =MW i
LXRY, ERGHIR TAE R, 5835 8 4 e il i )y &
M. FWLXR a5, HIEAMAGS T AR
W F28y (PA28y ) BImRNARIKAKFEHHT
BRI, R R E RIPA28 y J& 1 1S I
RIS A K (REGH G ) Wz —, fetgiEid
— R RALFIATPRY T i HRYEH, M
MZ5EEMRGSE S MRET . 40505
Fe G PE I 25 . PA2S vy 7E £ BT M bR b R
ik, REREEN, SZMMENEUE . &AL
I PR FLARFAE 2% VAR 2™ DL HE . 7E 1 9 40 i
AGSH, LXR o AJRE5PA28 vy fE1E—EB R ; X
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Al REJELXR o K IEMVEAE AL Z —

A 5 B S B e e Al 2k 2E Y 6 A qRT -
PCRHfiE TLXR « . PA28 v 7 B it 41 21 i 55 41
AUy RN ; P HTLXR o FIPA28 v 4 H £ ik
MR FF4HT TLXR o . PA28 v R [0 A
K5I RGBS B OC R o B TR B R A
JIARAGS HBEFEX 4, FILXR o i F 3K 18 9 15 4
A FEAGSAN I ; 2T A AR TLXR «
Xt A GS 2 i 20 i JE 30 0 2 5 JF 3 i g RT-PCR AN
Western blot%iilE T LXR o ¥FPA28 y ik 7K -1 5%
M. H5 i FESh ) S rh ik — 2D B UELXR o XTAGSZH
MG, BENHEMLXR o . PA2SyEH
Jig 38 B P 0 M7 RN RT RE AL R AR T Y S
AR AR B, . JFMLXR a . PA28 vy W TEIG KM
{E (Y & P8 25 8 T BIS SL Al

1 RS

1.1 SEIgwrat

1.1.1 amArk  YgE 35 ) g KA B Be B
2015 4E 7 H—2016 4E 8 A iG i 8 9 B & 4141
PLR R RS i1 2 24 2 cm S5 IR R ALY, REOIERE
FARJG 30 min WHGH fE L ZUbR A, IF R 555 &
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WA PRI BT A B FH AR RATIRIT .
SEIR T UL B A X ez 138 7, Heh 4 12 i,
W23 5, AR YA 32~75 %, ThALAERY 54 %
FKAAUL 0 30 6], b Fim o4k 5 il
Fie B AJCC S 7 R TNM 43 HAbR e 53 3: 1~T1 4 10 4],
II~IV ] 25 6]; BP9 =5 cm & 18 ], <5 cm &
17 455 T/T, 317 5 6], TyT, 3 30 #i; #RELLs
MR 240, MBS E 116, A RE
P R &, AR 2R e B B Al
1.1.2 @il %y BIREMEK AGS t b
RZFUHE B e rho0 SR 50 &= 484k . BB BALB/c-nu,
R MEE, 4 Y, R 18~22 g, R K
s bR s, e B, SPF &R R,
PRELE = EY, HHRKK.

1.1.83 XA H#H BRI RPMI1640, JHEE
FI . TRIzol i 5. M 4F i (FBS) W H % H
Gibco A Fl; DAB & (83X 55 £ 1 [ i 1 Roche 22 Fl;
BCA il & A E B HE = RAEYHARARA
H; HIEHC (DMSO) WA, SRR, ik
PIE (PL) LR BERZ TR A (RNase A) W H 3%
[ Sigma AWl ; PCR AN & . K50 &30
H HZ TaKaRa A#dl; 519H RilEEYAE T AFRES
B LXR o $iik, Z i [ 9% E Abcam 2 F;
PA28 y Bifk, —H¥ A £ E CST A F; CCK-8
WA G A B AR A= T 6 FL 240 MR 57 i
W4 H 35 E Corning A w5 oA Fh Ak 2434500 3 ok [
PR M Al

1.2 XWHE

1.2.1 ARALE FRARK BRI B 10% 8 /K B Ak
5, WAAT A, B R R T e gk
O, T AWEARATTESY R, FE 4 um,
Mgk, 1 A/EH M HE P A, 29K /E LXRa .
PA28 v gl fb e o, 15K L PBS AN E —BifE
R BAE X RE . BEMLIMEL 15 651 B 9 3 RS B A
AT qRT-PCR.,

1.2.2 ZEABAFEFSIFAE AFRA 4 pm
JEHESEYI R, W LB LA R kA, 3% MUK IR
T 15 min KGNS ALY B, T 0.01 mol/L
MR R 22 vhil (pH 6.0 ) H FHBLE ik 4T B 15
B, WHIJG PBS VR 3 K. SRS 5% )4 i
WIEN (BSA) B, Win—¥t, 4 CHEM T
W BEBMAEWRMLILFE R P, 37 CTHE
20 min. ZJ5fl AR AP F DAB a0 &
FEEF RO, ZWMKEK. HBEARKESS min,

© WA )T i [ & F I F 2P H

LA R A S BIR €0 2 A ) Dy BHAM: o (8 R A
BE SR AU R, BEALEC 10 ASPUEF, DI o A B
L ZE 20 L e € 0 5 45 BH P A0 L 7 0 3 R e £
JESAT e BEALATE Sy o 45 ) 2 BRAR O& SCik 1
PHPE 4B & 3500k 0 9F R 0 435 >0~<10% H 1 435
10%~50% N 2 435 >50% N 3 4y Yt iR T4
BIPESN 0 73 IRE N 158 fRE G 2 48 1548
@R 3 9. % PRGN x e ERET A,

0~3 53 AL, 4~6 47 R EEFH M, >6 43 58
PR T g £ g5 3 0 ) R OBUE B R gE — 1T
SYFRIE, R84 N0 R RE AR I PR B R AT T

Hi 2 2 BF 58 43 SR G s 4l 2 Ak 2 45 SR A T

P AT B 3 D L

1.2.3 @3z NEIE AGS AR & 10% M
i ) RPMI1640 X 2 3L 4785 9%, H 25 em®
FFHRMET 5%C0, i 37 ClHEREFRMEH R,

2 B Bl G 80% S5 FRIT, JRTEIHALJS 1 000 r/min
B0 5 min, #EAT 13 ARG

1.24 HARXIXRa BRFHERELE LK
LXR o B 54118 05 3 okl ~LV-NR1H3(25063-1 )

M b B AL B AR A R A ml A . AR &
VLTS TR A U, ZRad NS g R O 1k I 15 3
o e e AN A

1.2.5 qRT-PCR 43l $2 O & 5 9 5 98 557 41
220 BT BT IR AR LA B A A S 56 45 A 400 it v 1)
EURNA, B 1 pg A RNA KB S iX % &b iy
PRAE A IR % W e DNA L K FH SYBR Green 32
T qRT-PCR, 5I1¥F 5 W3 1. *CT=CT( HAYFENH,
FRMAEAS ) —CT (AR, FRFEA ) (R 1) .

N

\

i3

*z1 5|¥F%
Table 1 The sequences of gene primers
R 51975 (5'-3")

LXR a

1ET] AGA ACA GAT CCG CCT GAA GA

S [ CCT CTC GAT CAT GCC CAG TT
PA28 y

1E[A] CCA GTC CCT GAC CCC ATT CT

S [ CCA AAG TTG TTT CCA TCT TCT ATC G
GAPDH

1EIH] TGG GTG TGA ACC ATG AGA AGT

S [ TGA GTC CTT CCA CGA TAC CAA

1.2.6 Western blot 4 HIHEEC& 4H Fr F pl g 928 14
DL S AR A 52 06 45 2H A0 B v ) S B . e s ek
R (BCA) JEK D& [k B . B 45 4 & AR
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30 pg 78 100 C N BAE, it ke gt
T R ik — SR VR M Tk i 98¢ it L UK 72: ( SDS-PAGE ) Hi
WK Ea, BB ERM R LMK (PVDE) L, 5%
IR ARG 2R U 2 iR R B H 2 h, AR B —H0 4 °C &4
R . (VR 92 v (TBST) BEEE 3 3K,
B 10 min, TR FWEE P01 h, VM 3K,
YK 10 min. fd [ Bio-Rad %EE BUZ 73 0T 2 48 5%
M. SR Tmage J 3T 55405 IKEE A0 8, LLH
A 5 NS0 K BE O R R B 8 AR X 3R
ik

1.2.7 AXmib KA e R 8 B AGS 41 i 5>
it FEIAH (R LXR o B EE AR YL ) I
XA (oAb EE ) |, BB R B U
M (Z52%x10°) , 1xPBS ¥E% 17K (1000 r/min,
5min) o W& 75% LBEEE, 4 CHELRHK. 57+
£ 75% & BE, 1xPBS U % 1 % (1000 r/min,
5min) . HE 41T 800 ul 1 x PBS+1%BSA &
Wb, A 100 uL PLYSWE, A 100 pul RNA fiff,
37 CHEOECIEE 30 min, FHLR I, A I AT 7B
30 min J5 2SI ER I BE AL, A5 O BRI E
SHHCV H <2%, K Cell Modifit 84 UE47 5347 o
NI FEFE R = (S+G/M ) / (S+G/M+Gy/G,) &
1.2.8 BAKT B KRB N REA
(MMt £k LXRa B9 AGS 408 ) F125 (4 xf i
HO( R AT AGS i) , B4 3 H. B4
20 X B AR K I Y R A PR R AR e A,
RPMI1640 1555 W0 H B il 40 i A vk, i ok 15 W i

15
—~ P<0.05
<]
o
< 104
|
]
5 e d I 2 R
3 oo™
e
0 T T
PR EREE

I AT F1 5, UK AE BEER K B R 2 K, B
AR K, AN E N 1x 10° 4 /mL,
P 4R BLZE M0 s Ak Bz BR O 75% RS T R, fE A
1 mL 7 585 AN M2 0.1 mL $E T 22 00 i %
Ab KR o LB &5 TR FH S I i Ab AERR B,
WA P R Bk, FRE. 30 min NEEB E
WA TR, RS .
1.3 GitFabiE

fit FISPSS 21.04¢8 514 % 56 40 B 4l 2 17 e it
M, THECSRME T x K A Kruskal-Wallis HE
5, MKEYER I FSpearman B AH K404, 3T
T ORME R 3 . P<0.05 A Geit 25 L,

2.1 BEFAFAD LXRa 5 PA28y HIERIE
2.1.1 LXRa 5 PA28y mRNA # & X qRT-
PCR &R W/R, 5N S GAPDH ML, LXRa
TE 15 ) B b i *CT{H M 6.81 = 1.48, ¢
o H A PR CCTE N 5.61+1.23, Bl LXRa
mRNA 76 B4 80 K AR F s 4l, 257
Yt L (P=0.0314) . PA28y 7£ 15 i B
FEALURR CCTME R 7.11 £2.91, TR S5
) *CT {H M 8.90 + 1.20, EJ PA28 y mRNA 7£ §
ALV KR TR S ALS, R EGI¥RE X
(P=0.0414) (K1) .

15+ P<0.05
=
(]
<101 LS
=0 O
; g _m
R’ |
> 54 |
g — .
<
(=W
0 T T
L i

Bl 1 LXRa #1 PA28y mRNA 7 B & 1S5S H 2 pyE Xt 7k £

Figure 1  The relative expression levels of LXRa and PA28y mRNA in gastric cancer and adjacent tissue

2.1.2 LXR a 42 PA28y & & #) & &k & 216 K
BREFMX LA REHAIFEEERER, LXRa
TE 5 96 A1 2L D 9 55 21 40 323K 0 BH M R 4 0 ok
68.6% (24/35) K1 91.4% (32/35) , Bl LXRa«

© WA )T i [ & F I F 2P H

10 B 12U i R AAL TR o5 4140 (P=0.034) .
PA28 v 7F B ¥ 41 81 UL K 55 41 21 rh 2 5Kk 1 BH 1%
R4y 5 K 60.0% (21/35) F131.4% (11/35) ,
Bl PA28 y #E Bl M RE & TRF AL
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(P=0.030) (K2) (#*2). LXRa 55 PA28y TNM 7330 g K/ o IR IR B L A O 4
EARXGBEEN ., FR. R R BT R CHR (¥ P>0.05) (£3) .

BN ST P
i e ) e

“%gis’“-'-” KGR SR i TR ek, A

(%4, l,';n wy 4 e » AT, ',_‘. =

4 ! V' ey b ’1*.“. v NS Y

Né' e =~ "‘."’. h l'{'l,u“':'l.?'l'h:'.'

7 3 '?’;} ety TR Y Jer™=Npaf 5 Ny

N Ry I Y ¢

;d‘:l -". ‘, n‘ "4;‘ . ‘E,a‘-/-...‘a"z?-" ..’ .,.

et u ‘;)_' L :;; {, ._A.?I‘b:‘:.‘._é‘:: » 1z

e D PR A -

B2 RN PAay B P A (xA00) A T A2y Wt B, 55 s I, o 116

HLXR o BIE; D: 55 LXR o BATE
Figure 2 Immunohistochemical staining for PA28y and LXRa protein expressions (x400) A:Positive PA28y expression in gastric
cancer tissue; B: Negative PA28y expression in tumor adjacent tissue; C: Negative LXRa expression in gastric cancer tissue; D: Positive

LXRa expression in tumor adjacent tissue

2 LXRoa F1PA28y EAEREREESHATHRIELE n (%) ]

Table2 Comparison of LXRa and PA28y protein expressions in gastrlc cancer and adjacent tissue [n (%)]

4 LXR a PA28 vy
- (-) (+) (-) (+)
RN 11 (31.4) 24 (68.6) 14 (40.0) 21 (60.0)
g 3(86) 32 (91.4) 24 (68.6) 11 (31.4)
X’ 5.714 5.757
P 0.034 0.030

#3 LXRa 5 PA28y ZAMKRESBEIGKBEFENLR [n (%) ]
Table 3 The relations of LXRa and PA28y protein expressions with the clinical factors of gastric cancer [n (%)]
LXR a PA28 vy

ks " ) () (o) P ) (+) ) P

P

2 23 8 (348) 10(435) 5(21.7) 8 (34.8) 12(522) 3(13.0)

@ 12 3(25.0) 5(41.7) 4(333) 0435 6 (500) 6(50.0) 0(0.0) 0.244
iy (%)

< 60 24 7(292) 12(50.0) 5(20.8) - 8 (333) 14 (584) 2(83) .

= 60 11 4(364) 3(273) 4(364) ) 6(545) 4(364) 1(9.1) )
pL i

fKsr1k 30 10 (333) 13 (434) 7(233) o400 10 (333) 17 (56.7) 3(10.0) 0.054

HhE sk 5 1(200) 2(40.0) 2 (40.0) ’ 4(80.0) 1(200) 0(0.0) )
TNM 453

/11 10 2(200) 5(500) 3(30.0) S 5(50.0) 4(400) 1(10.0) 55

HI/IvV 25 9 (36.0) 10 (40.0) 6 (24.0) ’ 9(360) 14 (56.0) 2(80) :
g K/ Cem)

<5 17 6(353) 7(412) 4(235) 7(412) 9(529) 1(59)

=5 18 5(278) 8(444) 5(278) 0646 7(389) 9(500) 2(11.1) 0-768
RIEGRE

T,/T, 5 1(200) 2(400) 2(40.0) 0 2(40.0) 3(600) 0(00) B

T,/T, 30 10(333) 13 (434) 7(233) ’ 12 (40.0) 15 (50.0) 3 (10.0) ’
2R

TG 11 2(182) 5(454) 4(364) 0910 6(545) 4(364) 1(9.1) 0321

il 24 9(375) 10(417) 5(208) ' 8 (333) 14(583) 2(83) )

2.1.3 LXRa 5 PA28y O kkwmEr R FAPE & 14 B, 4 Spearman 28 2% M ¢ 43 1 oK,
LUk R BoR, 35 B E AP, LXRa & LXR « fl PA28 v & 1 7F B ¥ 1 1% 3R 3k 2 54 ¢

o PHMEE 9 1, hAFBHMEE 15 6, BIPEHE 11 4, (r=—=0.452, P=0.006) (%4) .,

PA28 y EH MM EH 5 61, MM 16 4,
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F4 BREREALAF LXRa 1 PA28 y EAFRIZMHERXME
Table 4 Correlation between LXRa and PA28y protein

expressions in gastric cancer tissue

LXR «

PA28 vy ) (+) (+1) r P
(-) 1 6 7
(+) 7 9 0 -0.452  0.006
(++) 3 0 2

2.2 WL HER

221 #HFE & FH M A KL KK LXRa 3
PA28y %k ik# % JH qRT-PCR K 25 1 %} BE4H
AGS 20 il Fll it 22 35 240 AGS 4 i3 h PA28 y mRNA
XTI, g5 R o, KA 4 LXR « mRNA 11y

P=0.006 8

El 3 PA28y FRix#&ill

AHXE K S 28 [ BT (26.507 £3.016) fi%.
[ B} F qRT-PCR 5 Western blot ¥ il PA28 v
mRNA 5E AWM EE, iR E/R, SFAXHA
e, s %54 PA28 v U mRNA 5 A #9 £ 34
K- HI 0 B R F# ( P=0.006 8, P=0.001 0) (& 3).
2.2.2 it kA LXR a X4k 9 AGS 8 #e 2 B A
B e U 2 AR I A5 R o, o Rk
A HE A F WGy DL K GG BT H Bl & T E
TR A1 S WA Go/M I 4 i He B 2 AR T o
X B2 (1) P<0.05) o LXRa 2 33k 41 1 58
& 8 0.433+0.003, BB AL T 25 (X B4l
0.526 =0.001 (P=0.000) (K 4) (F£5) .

iRIkA 25 PO IR 2R
— S PA2B Yy

A: mRNA %ik: B: HHARA
Figure 3 Determination of PA28y expression

A: mRNA expression; B: Protein expression

4 iR (AT 4 R ER 1L
Figure 4 Flow cytometric analysis of cell cycle

R 5 FEEEXIERILEER

Table S Comparison of cell cycle-related variables

215 WG, (%) Gy/G, (%) S (%) Go/M (%) TSR
2% 0t IR 2 7.710 £ 0.270 43.810 + 0.240 22.680 +0.210 25.830 + 0.250 0.526 + 0.001
I RIBA 17.770 + 0.550 46.590 + 0.030 17.630 + 0.080 18.010 = 0.600 0.433 + 0.003
P <0.05 <0.05 <0.05 <0.05 <0.05
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2.3 LW HER B, UL bR A VBRI 2 AN S R R i
2.3.1 #AHmAEKEA 2N AT E A JoE B3 K (0.475£0.099) g, (2295+0.178) g,
MR BRAE AN S 7 d ZE A7 B P LA AR R0 B2 N A RIS g T it B 1 4% 128 v BRZ( P=0.000 9 )

2 KL R /INBE S, R R 100% . iR B (Ks5) .
IR 8] (9 4 7% 52 A ) AR G . 3P 24 d R ARSERR

| - TJTHIg ‘|\I.l| i |Illli‘
AN M b Lt At h 3I 4 5 6 7 8 - dudg

5 #EM24dFMRETHEBEERL A 5K B: S g]
Figure S The subcutaneous xenografts in mice 24 d after transplantstion A: LXRa overexpression group; B: Blank control group

2.32 BHBHELFLXRa 5 PA28y KF Western blot & Wl W 21 J¢ T % 46 %8 th LXR « #01
qRT-PCR K I 5 20 J T #AE8 H LXR o Fl PA28 y PA28 v FEHMHIXT K, S5RER, 525 AN
mRNA (XS K, 5 Eon, 525 {4 g, HILH, o FKIRA PA28 y BB FKIAKFEY BT
1R PA28 v mRNA KB FiH (P=0.0018) , J# (P=0.001 4) , LXRa HEHFEEKFHE FH
LXR o mRNA 7K °F B & I 9 (P=0.001 1) . H (P=0.0020) (Kl6) .

—_

W
)

o]

P=0.001 1
i il
ﬁ P=0.001 8 44.@ 64
"\I;(' 1.0 ?’7{
f»';é e
= 4
Z0s :
g = 2
= A
0.0 0
IR A ERopiiE IR 25 X BR 2 A
L
W R i Fekd 25 L R

P=0.002 0 P=0.001 4

GAPDH
LXR o PA28 ~y B

6 LXRo #1 PA28y R THEBARPHIRIZEA  A: mRNA KiA; B: HAKE
Figure 6 Determination of the expression levels of LXRa and PA28y in the transplanted tumor tissue A: mRNA expressions; B: Protein

expressions
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R T R UL, e TR DR bR b &
R TE S 20, AR EIM Y, EFR, B
BEDMIAAR N FRME T ARG, LG W
RIS, BEEFEFRAG —ERENES,
B H ARG SOR KR AN . B TR F ARG
57 DL KOG S Bh AT, R G R 1 3R 9T R RE R R
., ECH AL BRI U, 2
B R, MILXR o M) 2 I AF S 0 e i o 43
BRI 5 A R I

LXRAEDNAZE G 5 5 1A% 2 AR K 1 5t
ALXR o MILXRB WFHEAY, LXRB ) Z 04 T4
BRANHEL, MLXR a FESGIEE B . /N
JIR 7 < S5 AR 0 B A 2 A s h T
ERMIFR KIMLXR a 52 MMM EL . R
G, HAEZ R MR b R EEmEEN . &k
BIGFIPA28 vy, NA4REGy . PSME3, 11Svy .
Kift ", PA28 v JEREGHE H B 800 R T %
B CWFRIISEIE ) iy — 5, 11SEEL L
PA28 a (REGa ) filPA28B (REGB ) . iXLEAL
BUAT DAZE A KA ATP FTYZ 28 B 1% 000 T 005 208 85 11
filg R B 2 A T HES . HET, PA28 vy BEIN M AEZFh
fifged vh e AR S AR FE T

AW 58 B SE AR B o U 55 A 21 is F e e 4l
U2 M qRT-PCRAE T LXR o 5PA28 v |
Fik, SR EAR, LXR o 75 B RS R E H
mRNAK AL THEH A2, PA28 v 7£ B 414!
Y I MImRNA K & T 55 241 Vigushin
VLB 1SHIFLARAE PLXR a mRNA [ FH
FRH11/15 (73.3% ) , KT IEFHALIM14/15
(93.3% ) . PA28 v £ AMKIE H 4 41 £ MK
Fik, WMIEMEEE . AR . RO REEZ R
o AR O B AR Y A A — B, ek —
A S, I i X 4 MR RN B A St e R B
LXR o %} A 98 240 M2 Bk A GS B 20 g J5 491 B A BH 7
EH, FFRENHIAGSAN MMy A= o R SCk!™ > 14
BTRMAR: LXRES Hw . BORME. Al

A LI o R AT S LA
WP AR BIRAZUPLXR o BT HPA28 v i

FARIBAFEW R A, #/RLXR o 5PA28 y
Z I REAFAEIE R o B S ASWFSTiE 3 Western blot
MqRT-PCRE M : 1 FIKLXR o 7] 3 F AN
ANAGSHN L PA28 v HYFRIA . I AFE Y BFSE$E 7
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PA28 vy HAMFEN . GuofE" & I 7E B IR 9 b
PA28 vy il i c-Myc-glycolysis{ 5 il fie iff [ i 9 2E
Ko ChenZ""% MPA28 v it Wnt/B -cateninif
PR JE R0 R G AR BT R A BRPA28 y REAZ I
il 44 PN A BB 0 23R A B A . E — 2P A ) Sk &
PRPA28 v M R SR A pS3 . pS3 R —Fh E Y
g B Y TR SRR R p S3 A A R PA2S v K
BEABEAMERREZ —. AP IRE,
WMAILXR a JipS3my 3Rk B £ L ik, A
P LLTE WA, BVLXR o A 4080 A B 40 i 60 2k
K, IF HIEHE Z — Al Re 2@ Il PA28 v 3R
ik, S VI S R pS 3 Rk, B Ik B 1
it g B A T

FEARTE T, LXR o 7F 5 8 4180 A X L3R
ik, TR HLUP A m R, JF HAMH B AGS
A A, EIEAEN . X S LXR o 78 H A

R AR e R AR —Ery . PA28 vy 1E B g A
X R s, RS HAUP MR ER L, XS

FAE AR PR P A RIS B EEAR —F . MLXR o 5
PA28 ~y A SR S AR R o U A0l o 7 G A e R
FREBUAERMNR, EFH s — L LRIEY .
BN, LXR o B0 AR IE 220 B dE
A B B R R R T — BT
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