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Expression and clinical significance of Pinl and cyclin D1 in pancreatic carcinoma

LIN Mei-ju'?, WU He-shui' , ZHANG Jing-hui' , ZHANG Lei' , XU Jian-bo'

(1. Department of General Surgery, Union Hospital , Tongji Medical College , Huazhong University of Science
and Technology , Wuhan 430022, China ;2. Depariment of General Surgery, Yantaishan Hospital , Yantai,
264000, China )

Abstract ; Objective  To investigate the expression of Pinl and cyclin D1 in human pancreatic carcinoma
and to discuss its role in oncogenesis of pancreatic cancer. Methods  The mRNA expression of Pinl and
cyclinD1 in pancreatic tumor tissues and corresponding adjacent nontumor tissues 27 patients was detected by
the real-time quantitative reverse transcription-polymerase chain reaction ( RQ-RT-PCR ). The results of
RQ-RT-PCR were analyzed by one- way ANOVA and Fisher’s exact probabilities test. Results Cyclin D1
and Pinl were overexpressed at mRNA level in pancreatic carcinoma tissues compared with their adjacent
nontumor tissues. Cyclin D1 overexpression were found in 14 of 20 pancreatic carcinoma tissue specimens and
Pinl overexpression in 13 of 20 carcinoma tissue specimens. The expression of cyclin D1 and Pinl in
pancreatic cystadenoma tissues was not different than that of corresponding adjacent nontumor pancreatic
tissue. Pinl overexpression positively correlated with an increase in cyclin D1 levels as shown by Fisher’s
exact probabilities test. However, Pinl and cyclin D1 expression was not correlated with clinical stage and
pathological parameters. Conclusions  The overexpression of Pinl in pancreatic carcinoma tissues could
promote cyclin D1 expression, which might be a critical event in oncogenesis of pancreatic carcinoma. Pinl

may play a key role in pancreatic carcinoma.

[ Chinese Journal of General Surgery,2007,16(5) :438 —441]
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